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6. ABS Workshop in 2021: Data mining from DNA barcoding research 
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B14 Data mining on DNA barcode research

Background and Objectives

DNA barcoding is a method used for rapid identification of species using a sequence of bases from an organism’s 
tissue (Kress et al., 2002; Lahaye et al., 2008). Hajibabaei et al. (2007), Meier et al. (2006) and Virgilio et al. (2012) stated 
that the process of identifying a molecular scale by DNA barcoding is rapid, accurate, and unambiguous compared to 
the morphological identification. DNA barcoding requires only a small sample of the specimen taken from all body 
tissues of the organism. Unfortunately, this method is not yet sufficiently developed in plants compared to animals. 
The markers commonly used in plants are maturase-K (matK) and ribulase-1,3-biphosphate carboxylase oxygenase 
(rbcL) (Kress et al. 2005; Wicke & Quandt 2009). Current technology development based on the 3rd NGS technologies 
that employ long-read and short read sequences has potentials to improve the traditional DNA barcode analysis. 
Considering both technologies, we conduct specific activities aimed at: i) building capacity for the use of genomics 
data for SNPs and microsatellites markers and ii) supporting the finalisation of pending manuscripts on plant DNA 
barcodes on Fabaceae and Anacardiaceae.

ABS Workshop
 - A mini workshop was conducted at IPB University; it 

was attended by undergraduate and postgraduate 
students from IPB University, Bengkulu University 
and Jambi University (Picture 6).

 - The workshop aimed at discussing about genomic 
research and its applications such as DNA barcode 
primers design. Dr. Deden Derajat Matra, a lecturer 
from Agronomy and Horticulture, Faculty of Agricul-
ture, IPB University, was a speaker in this mini work-
shop. Fourteen students participated in the work-
shop and were trained to use bioinformatics tools 
(e. g. Geneous, MASER platfrom from NIG Japan). 

Figure 3

Picture 6. Mini workshop on genomic research, held at IPB University for 14 undergraduate and postgraduate students from IPB University, Bengkulu 
University and Jambi University.
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Outcome
 - Two manuscripts result from this work: one article (Fig. 3) has been accepted by the Jurnal Pengelolaan Sumber 

Daya Alam dan Lingkungan. Another manuscript is in the final stage of preparation. 
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